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<110> APPLICANT: E. I. du Pont de Nemours and Company 

<120> TITLE OF INVENTION: Homologs of MAR-binding Filament- like protein 1 (MFPl) 
<130> FILE REFERENCE: BC1003 PCT 

<140> CURRENT APPLICATION NUMBER: .US/09/913 , 65-5 
<141> CURRENT FILING DATE: 2002-01-17 

<150> PRIOR APPLICATION NUMBER :. 60/128 , 900 

<151> PRIOR FILING DATE: 1999-04-12 p 
<160> NUMBER OF SEQ ID NOS : 26 t 
<170> SOFTWARE: Microsoft Office 97 
<210> SEQ ID NO: 1 
<211> LENGTH: 2168 
<212> TYPE: DNA 

<213> ORGANISM: Nicotiana tabacum 
<400> SEQUENCE: 1 

atggggagtt cttgttttcc ccaatctcca ctctctcatt ctctcttttc ttcttcatca 
atatcttctt cccaatttac acccttgctt ttttccccaa gaaatgcgca aaaatgtaaa 
aagaaaatgc cagctatggc atgtatacac tcggagaatc aaaaggaaag cgaattctgc 
agcagaagaa cgattctttt cgtgggtttc tctgttcttc cacttctcag cttgagggca 
aatgcttttg aaggcttgtc agtagattct caagtaaaag cacagccgca gaaagaggag 
acagagcaaa caatccaagg aaatgcagag aatcccttct tttctctact taatggactt 
ggagtttttg gttcaggcgt gcttggttct ctttatgcct tggctcgaaa cgagaaggcc 
gtttctgatg caaccattga atctatgaaa aataagctga aggagaaaga agccacattc 
gtttcatgga gaagaaattc cagtctgagc tgctgaacga aagggatata cgaaataatc 
aacttaagag ggcaggcgaa gaacggcaag ctctggttaa ccaattgaat tcagcaaaga 
gtacagtaac taaccttggt caggagctgc aaaaagaaaa acgaattgct gaagagctca 
tagttcagat cgagggcctt caaaataacc tcatgcagat gaaggaggat aagaaaaaat 
tgcaggagga gcttaaagag aagcttgatt tgatacaagt tctgcaagaa aagataactt 
tacttactac agagatcaaa gataaagagg catctcttca gagtacaacc tctaaactag 
ctgaaaaaga atcagaggta gataaattga gctcaatgta tcaggaatcc caggatcagc 
tgatgaattt gacttcagaa atcaaagaac ttaaagtcga agtccagaaa agagagagag 
aactagagtt gaaacgtgaa tcagaagaca accttaatgt gcgattaaat tctttgctcg 
ttgagagaga tgaatctaaa aaagagcttg atgctattca aaaggaatac agcgagttca 
agtccatttc agagaagaaa gtggcttctg atgccaagct gttgggggaa caagaaaaga 
gactacacca gctcgaggaa caacttggca ctgcctcaga tgaagtacgc aaaaataatg 
tgctaatcgc tgatctgact caagaaaaag aaaacttaag gagaatgctg gacgctgagc 1260 
tggaaaacat aagcaagttg aagctagagg tccaggttac tcaggaaact cttgagaaat 1320 
ctagaagtga tgcttctgat atagcacaac aactacagca gtcgaggcat ctttgctcta 13 80 
agcttgaagc tgaggtttct aaacttcaga tggaattgga ggaaacaaga acatcattac 
ggaggaacat tgatgagaca aaacgtggtg cagagctctt agctgcggag ctgaccacta 
ctagggagct tctaaagaaa acaaatgaag aaatgcacac tatgtctcat gaactagcgg 
ctgttactga aaattgtgat aacttacaga cggagctagt tgatgtctac aagaaagcag 
aacgtgctgc tgatgaactg aaacaagaaa agaatattgt cgtgacactg gagaaagagc 
taacattttt ggaggctcaa attacaagag agaaagagtc acggaagaat ctggaagaag 
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54 agctggaaag ggctacggaa tcacttgatg agatgaaccg aaatgctttt gcacttgcaa 1800 

55 aggagcttga gcttgctaat tctcatattt ctagcctcga ggatgagaga gaagtgctcc 1860 

56 aaaagtctgt ttctgagcag aaacaaattt ctcaagaatc ccgagaaaac cttgaagatg 1920 

57 cccatagcct ggtaatgaaa cttggcaagg aacgcgagag tctggagaag agagcaaaga 1980 

58 aattggaaga tgaaatggca tcagcaaaag gtgagatttt gcggctgcgg acccaagtaa 2040 

59 attcggtaaa agctcctgtt aacaatgagg aaaaagttga agctggggaa aaggcagctg 2100 

60 taacagtgaa gagaaccagg aggaggaaga ctgctactca gcctgcttct cagcaagaaa 2160 

61 gctcatag 2168 

63 <210> SEQ ID NO: 2 

64 <211> LENGTH: 721 

65 <212> TYPE: PRT 

66 <213> ORGANISM: Nicotiana tabacum 
68 <400> SEQUENCE: 2 
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201 Thr Arg Arg Arg Lys Thr Ala Thr Gin Pro Ala 

202 705 710 715 
204 Ser 

207 <210> SEQ ID NO: 3 

208 <211> LENGTH: 1199 

209 <212> TYPE: DNA 

210 <213> ORGANISM: Nicotiana tabacum 

212 <400> SEQUENCE: 3 

213 cgagatgtga atcagaagac aacctgaatg tgcaattaaa 

214 atgaatctaa aaaagagctt gatgctattc aaaaggaata 

215 cagagaagag agtggcttca gatgccaagc tgttggggga 

216 agctcgagga acaacttggt actgccgtaa gtgaagtaag 

217 ctaatttgac tcaagcaaaa gaaaacctaa ggagaatgct 

218 taagcaagtt gaagctagag gtccaggtta ctcaggaaac 

219 aagcttctga tatagtagaa caactacagc agtcgaggca 

220 ctgaggtttc taagcttcag atggaattgg aggaaacaag 

221 ttgatgagac aaaacgtggt gcagagttct tagctgcgga 

222 ttctaaagaa aacaaatgaa gaaatgcaca ccatatccaa 

223 aaaatcgtga taacttacag acggagctag ttgatgtcta 

224 ttaatgaact gaaacaagaa aagaatattg tcgtgacatt 

225 tggaggctca aattacaaga gagaaagagt cacggaagaa 

226 gggctacaga atcacttgat gagatgaaca gaaatgcttt 

227 agctcgctaa ttctcgtatt tctagcctca aagacgagag 

228 tttctgagca gaagcaaatt tctcaagaag cccgagaaaa 

229 tggtgatgaa acttggcaag gaacgcgaga gtctggagaa 

230 atgaaatggc atcagcaaaa ggtgagattt tgcggttgcg 

231 aagctcctgt taacaaagag gaaaaagttg aagctgggga 

232 agagaacaac caggaggagg aagactgcta ctcctgcttc 

234 <210> SEQ ID NO: 4 

235 <211> LENGTH: 398 

236 <212> TYPE: PRT 

237 <213> ORGANISM: 
239 <400> SEQUENCE: 
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Ser 


Arg 


He 


Ser 


Ser 


292 






275 










280 










285 








294 


Leu 


Lys 


Asp 


Glu 


Arg 


Glu 


Val 


Leu 


Gin 


Lys 


Ser 


Val 


Ser 


Glu 


Gin 


Lys 


295 




290 










295 










300 








297 


Gin 


He 


Ser 


Gin 


Glu 


Ala 


Arg 


Glu 


Asn 


Leu 


Glu 


Asp 


Ala 


His 


Ser 


Leu 


29,8 


305 










310 










315 










320 


300 


Val 


Met 


Lys 


Leu Gly 


Lys 


Glu 


Arg 


Glu 


Ser 


Leu 


Glu 


Lys 


Arg 


Ala 


Lys 


301 










325 










330 










335 


303 


Lys 


Leu 


Glu 


Asp 


Glu 


Met 


Ala 


Ser 


Ala 


Lys 


Gly Glu 


He 


Leu 


Arg 


Leu 


304 








340 










345 










350 




306 


Arg 


Thr 


Gin 


Val 


Asn 


Ser 


val 


Lys 


Ala 


Pro 


Val 


Asn 


Lys 


Glu 


Glu 


Lys 


307 






355 










360 










365 






309 


Val 


Glu 


Ala 


Gly Glu Lys 


Ala 


Thr 


Val 


Thr 


Val 


Lys 


Arg 


Thr 


Thr 


Arg 


310 




370 










375 










380 








312 


Arg 


Arg 


Lys 


Thr 


Ala 


Thr 


Pro 


Ala 


Ser 


Gin 


Gin 


Glu Gly 


Ser 







313 385 390 395 

315 <210> SEQ ID NO: 5 

316 <211> LENGTH: 588 

317 <212> TYPE: . DNA 

318 <213> ORGANISM: Lycopersicon esculentum 

320 <400> SEQUENCE: 5 

321 agagcttaaa gagaagcttg atttgattca agttcttgaa gaaaagatta ctttgcttac 60 

322 tacagagatc aaagataaag aggtgagtct tcggagtaac acctctaaac tagctgaaaa 120 

323 agaatcggag gtaaatagtt tgagcgatat gtatcaacaa tcccaggatc agctgatgaa 180 

324 tttgacttca gagatcaaag aacttaaaga tgaaatccag aaaagagaga gagaactgga 240 

325 gttgaaatgt gtatcagaag acaacctgaa tgtgcaatta aattctttgc tcctcgagag 300 

326 agatgaatct aaaaaagagc ttcatgctat tcaaaaggaa tacagtgagt tcaagtccaa 360 

327 ttctgatgag aaggtggctt cagatgcgaa gctgttgggg gaacaagaga agagactaca 420 
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Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
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to <223> fields of each sequence which presents at least one n or Xaa, 
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